Supplementary table 2

Known podosome SILAC datasets and relative ratios Podosome
components consensus
Intensity il Intensity m Intensity| 1NN
ratio (R) ratio (R) ratio (R) overlap
PODOSOME CORE
a-actinin ACTN1 0,75 ACTN1 0,74 ACTN1 0,34 ACTN1
ACTN3 n.d.
ACTN4 n.d. ACTN4 0,95 ACTN4 0,27
ADAMs ADAM10 n.d.
AFAP-110
Arf6 ARF6 n.d ARF6 0,86 |ARF6 n.d
Arp2/3 complex ARPC1B 0,59 ARPC1B 0,54 ARPC1B 0,92 ARPC1B
ARPC2 0,54 ARPC2 0,59 ARPC2 0,44 ARPC2
ARPC3 0,52 ARPC3 0,66 ARPC3 0,44 ARPC3
ARPC4 0,58 ARPC4 0,69 |ARPC4 0,40 ARPC4
ARPC5 0,53 ARPC5 0,77 ARPC5 0,52 ARPC5
ACTR2 0,62 ACTR2 0,72 ACTR2 1,53 ACTR2
ACTR3 0,61 ACTR3 0,72 ACTR3 0,59 ACTR3
ASAP1/AMAP1 ASAP1 0,72
B-Dystroglycan
Caldesmon
Calponin CNN2 n.d CNN2 0,08
CD44 CD44 1,10 CD44 1,21 CD44 0,78 CD44
CDC42 CDC42 nd CDC42 0,87 CDC42 1,01
Cofilin CFL1 0,54 CFL1 0,42 CFL1 0,17 CFL1
Coronin CORO1A 0,99 CORO1A 0,17 CORO1A 0,10 CORO1A
CORO1B 0,39 CORO1B 0,41 CORO1B 0,26 CORO1B
CORO1C 0,53 CORO1C 0,52 CORO1C 0,24 CORO1C
CORO7 0,50
Cortactin (<EMS1) CTTN nd CTTN n.d CTTN 0,22
Csk CSK n.d.
Dynamin 2 DNM2 1,27 DNM2 1,03 DNM2 0,33 DNM2
Endophilin 2
Eps8
ERK1/2
Ezrin EZR 1,47 EZR 0,87 EZR 0,86 EZR
F-actin ACTC1 0,43 ACTC1 0,32 ACTCA1 0,69 ACTCA1
ACTG1 0,30 ACTG1 0,53
Fascin FSCN1 n.d FSCN1 nd
FBP17 (formin-binding protein)
Fimbrin (L-Plastin) LCP1 0,73 LCP1 0,89 LCP1 0,23 LCP1
Gelsolin GSN 0,89 GSN 1,23 GSN 1,52 GSN
Integrin a,8, ITGAX 0,82 ITGAX 1,36 |ITGAX 1,54 ITGAX
Integrin B4
Leupaxin LPXN nd
MMP-2
MMP-9 MMP-9 n.d MMP-9 n.d
MT1-MMP
Myosin | MYO1B 0,88
MYO1C 0,61 MYO1C 0,91
MYO1E 0,24 MYO1E 0,45 [MYO1E 0,61 MYO1E
MYO1F 0,41 MYO1F 0,45 MYO1F 0,73 MYO1F
MYO1G nd MYO1G 0,22
N-WASP
p130Cas
p190RhoGAP
PAK4
Palladin PALLD 0,49

PKC p
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PTP-PEST
RHAMM

SHIP
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